Source of material: Crystals were grown by direct evaporation from an aqueous solution of the compound (from Sigma Chemical Company ,USA). As part of our systematic X-ray studies (see ref. 1-3) on ribose/deoxyribose nucleosides and nucleotides we report here the crystal structure of bis(adenosine N1-oxide 5'-monophosphate) · ЗН2О, NIAMP. N1 modification of adenine is used in discriminating between base-paired and non base-paired adenosines leading to the structure determination of tRNA (see ref. 4). The aim of this study is to unravell the effect of N1 -oxidation on the conformation of this nucleotide. Only 20 hydrogen atoms are included in Table  2 since the rest of the hydrogen atoms belonged to the water molecules and terminal atoms like 05', 02' and 03' could not be fixed stereochemically. The adenine bases of both the nucleotide molecules of NIAMP in the asymmetric unit are portonated at N1. Both the A and В molecules have anti conformation as evidenced by the glycosidic tosion angles (C4-N9-Cl'-04') of-97.0(10)°, -105.9(11)°, respectively for A and В molecules. The ribose moieties of A and В molecules adopt a C2'-endo-C3'-exo twist (St) conformation. 
